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Thursday July 14, 2016!
7:00 - 8:00! Breakfast/Check-in!
8:00 - 8:15! Welcome!
8:15 - 8:45! CODIS Updates!
! ! ! Texas CODIS Updates, Michelle Bonnette, TXDPS!
! ! ! FBI CODIS Updates, Gina Sola, FBI!
8:50 - 9:20! STRMix Validation and Experiences!
! ! ! Andrew McWhorter, Naomi McDonald, TXDPS!
9:25 - 9:50! Identification and persistence of Pinus pollen DNA on cotton fabrics: A 

! ! ! forensic application. Cassandra Canela (Schield), Sam Houston State 
! ! ! University!

9:55 - 10:10! Sponsor Update: Foster + Freeman, Allyce McWhorter!
10:15 - 10:35! Morning Break!

10:35 - 11:00! Success rates from touch DNA in property crimes!
! ! ! Nikia Redmond, Harris County Institute of Forensic Sciences!
11:00 - 11:30! Forensic Examiner Licensing!
! ! ! Lynn Robitaille Garcia, General Counsel, Texas Forensic Science !

! ! ! Commission!
11:35 - 11:50 ! Sponsor Update: Promega, David Johnson!
11:50 - 13:00! Lunch on your own!
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13:00 - 13:30! Validation, Implementation, and Experiences with Lab Retriever!
! ! ! Peterjon McAnany, Denver Crime Laboratory!
13:35 - 13:50! Sponsor Update: Thermo Fisher Scientific, Josh Abernathy!
13:55 - 14:20! Impact of the FBI Frequency Errata!
! ! ! Courtney Head, Houston Forensic Science Center!
14:20 - 14:55! The Mother of All Horror Stories. SB 1292, Michael Morton Act!
14:55 - 15:15! Afternoon Break!

15:15 - 15:40! Identification of Decomposed Human Remains Discovered in Caribbean 
! ! ! Sea using Brutus Pedigree Builder/Calculation tool!

! ! ! Kent Harmon, Genetic Technologies!
! ! ! Angela Tanzillo-Swarts, Cayman Is. Forensic Science Laboratory!
15:45 - 16:15! Developing a Specialized Workflow to Assess Human Remains !

! ! ! Samples!
! ! ! Brandt G. Cassidy, DNA Solutions!
16:20 - 16:35! Sponsor Update: QIAGEN!
! ! ! Meredith Turnbough, PhD!
16:40 - 17:40! Business Meeting!
! ! ! AFDAA Members!

RECEPTION - Hosted by QIAGEN!

! !
!
!
!
!
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Friday July 15, 2016!

7:00 - 8:30! Breakfast!
8:30 - 8:35! Special Announcement!
8:35 - 10:15! Likelihood Ratio Workshop, Morning Session 1!
10:15 - 10:35! Morning Break!

10:35 - 12:15! Likelihood Ratio Workshop, Morning Session 2!
12:15 - 13:15! Lunch on your own!
13:15 - 15:15! Likelihood Ratio Workshop, Afternoon Session 1!
15:15 - 15:35! Afternoon Break!
15:35 - 17:00! Likelihood Ratio Workshop, Afternoon Session 2!
!
!
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Abstracts!
!

Developing a Specialized Workflow to Assess Human Remains Samples.!

James Anstead, Ph.D., Kelsy Lowther, Erica Reynaga, Brandt G. Cassidy, Ph.D.!

DNA Solutions, 840 Research Parkway, Suite 551, Oklahoma City, Oklahoma 73104!

In 2015, DNA Solutions began processing human remains samples recovered from the 
island of Tarawa off the Pacific Coast. These samples are highly degraded and have 
been exposed to multiple PCR inhibitors, including salt, soil, and sewage.  Initial 
testing revealed difficulties in obtaining probative data.  To improve the ability to 
maximize recovery from downstream systems, including automsomal and Y STR 
systems, Alu-based maker systems, and mitochondrial sequencing, a specialized 
workflow was developed.  Samples were processed, cleaned, extracted, quantitated 
and analyzed using the most appropriate testing method to yield optimal results. This 
talk will detail this workflow and present case data. !

!
!
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Success rates from touch DNA in property crimes!

Nikia Redmond, MS, F-ABC, Michael Donley, MS, F-ABC, Nikia Redmond, MS, 
Katie Welch, MS, F-ABC, Roger Kahn, PhD, F-ABC!

Harris County Institute of Forensic Sciences Genetic Laboratory 2450 Holcombe 
Blvd, Suite 7, Houston, TX 77021!

Genetic evidence left by a perpetrator at a property crime in the form of epithelial 
cells is often described as touch DNA.  Touch DNA samples include any object 
that the perpetrator may have touched at the crime scene or any personal item left 
behind.  These items include objects handled at the crime scene, tools used during 
the crime (e.g. flashlight or screwdriver) and clothing worn by the suspect.  Items 
worn by the perpetrator have much higher levels of genetic material compared to 
other items that were briefly touched.  The Harris County Institute of Forensic 
Sciences (HCIFS) Forensic Genetics Laboratory accepted all touch DNA evidence 
from property crimes from 2009-2015 without limit, i.e., no case acceptance policy 
was in place.  The DNA results for touch and touch clothing DNA evidence from 
property crimes from 2009-2013 were categorized and analyzed to determine 
success rates as far as profile CODIS eligibility and CODIS hits. !

In total, the laboratory analyzed 4,548 property crime cases containing clothing 
and touch samples.  Six hundred seventy two of these cases had clothing items 
left behind that were examined for the presence of DNA from the wearer of the 
item.   Of these 672 cases, 435 (65 %) produced a DNA profile suitable for entry 
into CODIS.  Three thousand eight hundred and seventy six cases had evidence 
touched by a suspect with 703 (18 %) suitable for CODIS entry.  The CODIS hit 
rate for both categories was similar with 53 % (231 of 435) of clothing cases and 44 
% (309 of 703) of touch cases with CODIS hits.  The offender hit rate in both 
categories was also similar at ~80%.  Overall, 34 % of the cases with clothing 
samples and 8 % of the touch cases had some type of CODIS hit.!

Despite the modest 8% hit rate, the number of touch cases submitted per year to 
the HCIFS Forensic Genetics Laboratory increased more than three-fold from 2009 
(402) to 2013 (1348) and, when polled, submitting law enforcement agencies 
strongly supported the continuation of touch DNA testing as the best opportunity 
to link cases and to identify possible perpetrators for burglaries and thefts.!

!
!
!
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Identification and persistence of Pinus pollen DNA on cotton fabrics: A forensic 
application.!
Schield C, Campelli C, Sycalik J, Randle C, Hughes-Stamm S, Gangitano D. or Cassandra Schield et 
al.!
Dept. of Forensic Science, Sam Houston State University!
!
Advances in plant genomics have had an impact on the field of forensic botany. However, the 
use of pollen DNA profiling in forensic investigations has yet to be applied. Five volunteers 
wore a jacket with Pinus echinata pollen-containing cotton swatches for a 14-day period. 
Pollen decay was evaluated at days 0, 3, 6, 9 and 14 by microscopy. Pollen grains were then 
transferred to slides using a portable forensic vacuum handle. Ten single grains per swatch 
were isolated for DNA analysis. DNA was extracted using a high throughput extraction 
method. A nine-locus short tandem repeat (STR) multiplex system, including previously 
published primers from Pinus taeda, was developed. DNA was amplified by PCR using 
fluorescent dyes and analyzed by capillary electrophoresis. Pollen counts from cotton 
swatches in a 14-day period exhibited an exponential decay from 100% to 17%. The success 
rate of PCR amplification was 81.2%. Complete and partial STR profiles were generated from 
250 pollen grains analyzed (44% and 37%, respectively). Due to the limited amount of DNA, 
drop-in events were observed (1.87%). However, the rate of contamination with pollen from 
other pine individuals originating from environmental sources was 4.4%. In conclusion, this 
study has shown that pollen can be a stable source of forensic DNA evidence, as a proof-of-
principle, and that may persist on cotton clothing for at least 14 days of wear. This method 
can be applied in forensic cases where pollen grains larger than 10 μm (e.g., from herbs or 
trees) may be transferred to clothing (worn by suspect or victim) by primary contact.!

!
!

!
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